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Qualification: M.Sc. (Chemistry),
Ph.D. in (Structural Biology)
Current Position: Associate Professor, Postgraduate and
Research Department of Biotechnology
Contact Details:

Phone: 91-33-22551275 (Office)

Email: jhimlidasgupta@yahoo.com
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Honors/Awards

1. ‘Innovative Young Biotechnologist Award (IYBA 2010)’ from the Ministry
of Science and Technology, DBT, Govt. of India.

2. ‘Sir P. C. Ray Research Award-2004’ for best thesis from University of Calcutta,
India.

Research experience

« Postdoctoral Research Associate, University of Southern California, CA, USA
« Postdoctoral fellow, Kasha Laboratory, Florida State University, USA
« PhD in Structural Biology, Saha Institute of Nuclear Physics, Kolkata, India

Research interests and the projects running in the lab

(1) Structural and functional insights of the molecular motors such as ¢54-
dependent transcription activators, involved in flagellar gene transcription and
biofilm formation of motile bacteria.

(2) Investigating the mechanisms of sensor Histidine kinases that play pivotal
roles in flagellar synthesis and motility of motile pathogenic bacteria

(2) Understanding the mechanism of nutrient uptake by pathogenic bacteria using
ABC transporters to target ‘Trojan horse mechanism’ of drug delivery

Teaching
(a) Theory modules:

1. Chemical kinetics

2. Enzymology

3. Structural Biology: X-ray crystallography, Cryo-EM, SAXS
4. Bioinformatics

5. Proteomics

(b) Practical modules:
Recombinant DNA technology
Enzymology

Bioinformatics
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Glimpse of Research:
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Book Publication:

Chapter 3. Structural Insights of Cobalamin and Cobinamide Uptake by ABC Importer of Vibrio
Species. Arunima Bhattacharya'*, Samriddhi Bhattacharya'*, Shubhangi Agarwal*2 and Jhimli
Dasgupta’. 'Post Graduate Department of Biotechnology, St. Xavier’s College (Autonomous),
Kolkata, West Bengal, India; 2Weill Cornell Medicine, Department of Anaesthesiology, New York,
USA. In: Advances in Health and Disease. Volume 57; Editor: Lowell T. Duncun. ISBN:979-8-
88697-098-2. © 2022 Nova Science Publishers, Inc.

# Equal contribution.

Research Grants [Ongoing]

(D Elucidating yet unknown mechanism behind protagonist act of the GTPase, FIhF for
flagellar synthesis of Vibrio cholerae by probable modulation of the TCS FlrB-FIrC. Funding:
Anusandhan National Research Foundation (ANRF-ARG). Sanctioned in April, 2026. Status:
Running.

Research Grants [Completed]

(1) Investigating the mechanistic basis of downstream-enhancer-binding and c-di-GMP
mediated transcription regulation of Vibrio cholerae FIrC. Granting agency: DAE(BRNS).
Duration: 2021-2025

(2) Investigating structure function relationship of the ATPase-GTPase duo FIhFG that
critically regulates flagellar gene transcription and chemotaxis of Vibrio cholerae. Granting agency:
MHRD-STARS, Duration: 2020-2024

(3) Understanding the molecular basis of autophosphorylation and phosphotransfer activities
of a unique cytosolic sensor Histidine kinase, FIrB, that regulates flagellar synthesis and
colonization in Vibrio cholerae. Granting Agency: WBDBT, Duration: 2016-2021

(4) Investigating the molecular mechanism of heme uptake and translocation by ABC
transporter system HutB-CD of Vibrio cholerae. Granting Agency: UGC(DAE)-CSR, Duration:
2016-2021

(5)  Structural and mechanistic insights of the bacterial enhancer binding proteins FlrA and
VpsR of Vibrio cholerae and their regulation by second messenger c-di-GMP. Granting Agency:
DST(SERB), Duration: 2016-2020

(6)  Structure and functional insights into the periplasmic Fe(III) and heme binding proteins
FhuD and HutB of Vibrio cholerae to unravel the mechanism of iron uptake in survival strategy.
Granting Agency: DAE (BRNS), Duration: 2013-2016

(7)  Structural and functional studies on transcriptional activator FIrC and its cognate kinase
FIrB in V. cholerae: a step to understand their role in motility and colonization. Granting Agency:
DBT (IYBA), Duration: 2011-2015

(8) Understanding the role of multiple copies of chemotaxis response regulators (CheYs)
present in Vibrio cholerae, and their interactions with motor protein FliM: Structural and
functional studies. Granting Agency: CSIR, Duration: 2009-2012
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