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Research interest

¢ Investigating the molecular mechanism of bacterial chromosome segregation and the role of

epitranscriptomic modulators in methylation dependent RNA degradation using X-ray
crystallography, biophysical methods and molecular dynamics simulation
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Research Grants

Discovering novel inhibitors against FAS-II dehydratase of Mycobacterium tuberculosis by
brute force screening, de-novo drug designing and in-vitro studies, Intramural Grant from
St. Xavier’s College, Kolkata 2023-25

Targeting chromosome segregation system of Mycobacterium tuberculosis to design structure-
based inhibitors, WB-DST, 2025 - 27

Developing new generation therapeutics against Mycobacterium tuberculosis using integrative
structural biology and computer aided drug design coupled to DFT, Intramural Grant from
St. Xavier’s College, Kolkata, 2026-28
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Projects

“Targeting chromosome segregation system of Mycobacterium tuberculosis to design
structure-based inhibitors” Under WBDST, Grant# 1052(Sanc.)/STBT-11012(12)/1/2024-
WBSCST SEC



